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MreB5 forms an asymmetric sheet structure
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-MireB1 was highly dynamic in MreB family proteins including MreB5.
-MreB5 formed asymmetric sheet structures which meet the requirement for the directional motility like Spiroplasma swimming.
-MreB1 destabilized MreBS filaments, likely reflecting force generation of MreB1 on Mre5 filaments, depending on the nucleofide states.
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